Fusion-site ligation specificity

(Potapov/Pryor Bsal-HFv2; diagonal = on-target, off-diagonal = cross-talk)

fusion site (overhang)

AGGA

TAGA -

GCGA A

TGAA -

GTTA A

TAGA GCGA TGAA GTTA
fusion site (overhang)

AGGA

Predicted set fidelity 100.0% - all off-diagonal cross-talk = 0

700

600

500

- 400

- 300

- 200

- 100

T4 ligase ligation count



