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789 0 0 0 0

0 608 0 0 0

0 0 563 0 0

0 0 0 540 0

0 0 0 0 475

Predicted set fidelity 100.0%  -  all off-diagonal cross-talk = 0

Fusion-site ligation specificity
(Potapov/Pryor BsaI-HFv2; diagonal = on-target, off-diagonal = cross-talk)
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